The dissociation of Pseudomonas aeruginosa strains into multiple colony types has been a phenomenon noted for a number of years and has been suggested to result from the refluxing lysogenic state of the bacterium (8) . Six different colonial types have been described based upon size, shape, surface, edge, elevation, and opacity of individual colonies (7) . Particularly associated with this phenotypic phenomenon are strains derived from sputum specimens of patients with cystic fibrosis, in which up to 80% of the isolates display colonial heterogeneity (6) .
To demonstrate and enumerate colonial dissociants of P. aeruginosa, a number of enriched and selective media have been used including nutrient, blood, chocolate, and deoxycholate agars (1, 4, 6) . While each medium has certain inherent advantages (e.g., deoxycholate enhances recovery of mucoid strains), visualization and differentiation of multiple types on these media may be hampered since growth of certain morphotypes is restricted (dwarf strains on nutrient agar) and strains possessing low frequencies of multiple morphotypes may be overlooked.
In our studies assessing protease activity of numerous P. aeruginosa isolates (2, 3) Discernment of colonial differences relating to texture, degree of pigmentation, or peripheral spreading were also augmented through the use of DBHI-SMA as contrasted to more routine media (e.g., tryptic soy, Mueller-Hinton, and nutrient agars). Colonial variants with significant differences in proteolytic activity, as assessed by the zone of proteolysis extending from the periphery of individual colonies, were readily detected. Even non-proteolytic variants (Fig.  1C, arrow) could be identified and isolated.
Strains suspected of harboring multiple morphotypes, as evidenced by spreading outgrowths peripheral to the original lawn ( Fig. 2A) , when plated to DBHI-SMA clearly resolved into two distinct morphotypes (Fig. 2B and C) . Spot inoculation of these varieties onto substrate plate assays for the detection of exoenzymes revealed enzymatic differences between the smooth and rough variants (Table 1) .
Colonial variants arising from individual strains of P. aeruginosa have been shown to display differences in pigmentation and in phage and antimicrobial susceptibility patterns (4, 6 
